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Experiment Description

<interaction id="151225">
<names>
<shortLabel>HAdVFgp23 (E4-ORF4) interacts with PPP2R2A (PP2A-B-alpha). This interaction was modeled on a
demonstrated interaction between human adenovirus F HAdVFgp23 and PPP2R2A from an unspecified
species.</shortLabel>
<fullName>HAdVFgp23 (E4-ORF4) interacts with PPP2R2A (PP2A-B-alpha). This interaction was modeled on a
demonstrated interaction between human adenovirus F HAdVFgp23 and PPP2R2A from an unspecified
species.</fullName>
</names>
<xref>
<primaryRef db="bind" dbAc="MI:0462" id="258486" refTypeAc="MI:0356" refType="identity"></primaryRef>

</xref>

[ <experimentList
<experimentDescription id="151223">
<names>
<shortLabel>immunoprecipitation</shortLabel>
<fullName>An interaction between HAdVFgp23 (E4-ORF4) and PPP2R2A (PP2A-B-alpha) from an unspecified
species was demonstrated by co-immunoprecipitation. HA-HAdVFgp23 was immunoprecipitated from extracts of U20S
Icells transfected with HA-HAdVFgp23 and EE-PPP2R2A using anti-HA and precipitates were resolved by SDS-PAGE.
EE-PP2R2A was detected by western blot using anti-EE. Fig. 6A. EE-PPP2R2A did not co-immunoprecipitate with mutants
HA-HAdVFgp23[1-48,59-121] (HA-HAdVFgp23-359(delta-49-58)) and HA-HAdVFgp23[Leu51Ala,Leu54Ala]
(HA-HAdVFgp23-51A/54A). Fig. 6A.</fullName>
</names>
<bibref>
<xref>
<primaryRef db="pubmed" dbAc="MI:0446" id="15775987" refTypeAc="MI:0358" refType="primary reference">
</primaryRef>
</xref>
</bibref>
<interactionDetectionMethod>
<names>
<shortLabel>coip</shortLabel>
<fullName>coimmunoprecipitation</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0019" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</interactionDetectionMethod>
<participantldentificationMethod>
<names>
<shortLabel>inferred by curator</shortLabel>
<fullName>inferred by curator</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0364" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</participantldentificationMethod>
</experimentDescription>
<experimentDescription id="151224">
<names>
<shortLabel>colocalization</shortLabel>
<fullName>An interaction between HAdVFgp23 (E4-ORF4) and PPP2R2A (PP2A-B-alpha) from an unspecified
species was supported by fluorescence microscopy. U20S cells were co-transfected with HA-HAdVFgp23 and EE-PPP2R2A.
Localization was determined by fluorescence microscopy using confocal microscopy. HA-HAdVFgp23 and EE-PP2R2A
lco-localized to nucleus. Fig. 6C. EE-PPP2R2A did not co-localize with mutants HA-HAdVFgp23[1-48,59-121]
(HA-HAdVFgp23-359(delta-49-58)) and HA-HAdVFgp23[Leu51Ala,Leu54Ala] (HA-HAdVFgp23-51A/54A).Fig. 6C.
</fullName>
</names>
<bibref>
<xref>
<primaryRef db="pubmed" dbAc="MI:0446" id="15775987" refTypeAc="MI:0358" refType="primary reference">
</primaryRef>
</xref>
</bibref>
<interactionDetectionMethod>
<names>
<shortLabel>imaging technique</shortLabel>
<fullName>imaging technique</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0428" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</interactionDetectionMethod>
<participantldentificationMethod>
<names>
<shortLabel>inferred by curator</shortLabel>
<fullName>inferred by curator</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0364" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</participantldentificationMethod>
</experimentDescription>

</experimentList>
participantlist

<participant id="151217">
<interactor id="151218">
<names>
<shortLabel>HAdVFgp23</shortLabel>
<fullName>E4 ORF4.</fullName>
</names>
<xref>
<primaryRef db="refseq" dbAc="MI:0481" id="NP_040879" version = “1" refTypeAc="MI:0356" refType="identity">
</primaryRef>
<secondaryRef db="genbank indentifier" dbAc="MI:0860" id="9626588" refTypeAc="MI:0361" refType="see-also">
<attributeList>
<attribute name="GI STATUS">LIVE</attribute>
</attributeList>
</secondaryRef>
<secondaryRef db="entrezgene/locuslink" dbAc="MI:0477" id="2715929" refTypeAc="MI:0251"
refType="gene product"></secondaryRef>
</xref>
<interactorType>
<names>
<shortLabel>protein</shortLabel>
<fullName>protein</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0326" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</interactorType>
<organism ncbiTaxld="130309">
<compartment>
<names>
<shortLabel>nucleus</shortLabel>
<fullName>nucleus</fullName>
</names>
<xref>
<primaryRef db="gene ontology" dbAc="MI:0448" id="G0:0005634" refTypeAc="MI:0354"
refType="gene ontology term for cellular component"></primaryRef>
<secondaryRef db="gene ontology" dbAc="MI:0448" id="G0:0005634 " refTypeAc="MI:0354"
refType="gene ontology term for cellular component"></secondaryRef>
</xref>
<attributeList>
<attribute name="BIND Curator compartment description">HAdVFgp23 co-localizes with PPP2R2A at
nucleus. Fig. 6C.</attribute>
<attribute name="BIND Interaction place (BIND-descr_place)">interaction place</attribute>
</attributeList>
</compartment>
<names>
<shortLabel>Human adenovirus F</shortLabel>
<fullName>Human adenovirus F</fullName>
</names>
</organism>
</interactor>
<experimentalRoleList>
<experimentalRole>
<names>
<shortLabel>bait</shortLabel>
<fullName>bait</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0496" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</experimentalRole>
</experimentalRoleList>
<experimentallnteractorList>
<experimentallnteractor>
<interactor id="151219">
<names>
<shortLabel>HA-HAdVFgp23</shortLabel>
<fullName>Hemagglutinin (HA) epitope tag fused to HAdVFgp23.</fullName>
</names>
<xref>
<primaryRef db="refseq" dbAc="MI:0481" id="NP_040879" version="1"refTypeAc="MI:0356" refType="identity">
</primaryRef>
<secondaryRef db="genbank indentifier" dbAc="MI:0860" id="9626588" refTypeAc="MI:0361"
refType="see-also">
<attributeList>
<attribute name="GI STATUS">LIVE</attribute>
</attributeList>
</secondaryRef>
<secondaryRef db="entrezgene/locuslink" dbAc="MI:0477" id="2715929" refTypeAc="MI:0251"
refType="gene product"></secondaryRef>
</xref>
<interactorType>
<names>
<shortLabel>protein</shortLabel>
<fullName>protein</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0326" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</interactorType>
<organism ncbiTaxld="32644">
<names>
<shortLabel>unidentified</shortLabel>
<fullName>unidentified</fullName>
</names>
</organism>
</interactor>

</experimentallnteractor>
</experimentallnteractorList>
</participant>

ici id="T5T220
<interactor id="151221">
<names>
<shortLabel>PPP2R2A</shortLabel>
<fullName>Alpha isoform of regulatory subunit B55, protein phosphatase 2; protein phosphatase 2, regulatory
subunit B, alpha; protein phosphatase 2 (formerly 2A), regulatory subunit B (PR52), alpha isoform. This is a modeled
interaction record. Any identifier listed below refers to the molecules being modeled, not to the molecules that were
actually shown to interact.</fullName>
</names>
<xref>

<secondaryRef db="genbank indentifier" dbAc="MI:0860" id="4506019" refTypeAc="MI:0361" refType="see-also">
<attributeList>
<attribute name="GI STATUS">LIVE</attribute>
</attributeList>
</secondaryRef>
<secondaryRef db="entrezgene/locuslink" dbAc="MI:0477" id="5520" refTypeAc="MI:0251"
refType="gene product"></secondaryRef>
<secondaryRef db="omim" dbAc="MI:0480" id="604941" refTypeAc="MI:0251" refType="gene product">
</secondaryRef>
</xref>
<interactorType>
<names>
<shortLabel>protein</shortLabel>
<fullName>protein</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0326" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</interactorType>
<organism ncbiTaxld="9606">
<compartment>
<names>
<shortLabel>nucleus</shortLabel>
<fullName>nucleus</fullName>
</names>
<xref>
<primaryRef db="gene ontology" dbAc="MI:0448" id="G0:0005634" refTypeAc="MI:0354"
refType="gene ontology term for cellular component"></primaryRef>

</xref>
<attributeList>
<attribute name="BIND Curator compartment description">HAdVFgp23 co-localizes with PPP2R2A at nucleus.
Fig.6C.</attribute>
<attribute name="BIND Interaction place (BIND-descr_place)">interaction place</attribute>
</attributeList>
</compartment>
<names>
<shortLabel>Homo sapiens</shortLabel>
<fullName>Homo sapiens</fullName>
</names>
</organism>
</interactor>
<experimentalRoleList>
<experimentalRole>
<names>
<shortLabel>prey</shortLabel>
<fullName>prey</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0498" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</experimentalRole>
</experimentalRoleList>
<experimentallnteractorList>
<experimentallnteractor>
<interactor id="151222">
<names>
<shortLabel>EE-PPP2R2A</shortLabel>
<fullName>EE epitope tag fused to PPP2R2A from an unspecified species.</fullName>
</names>
<xref>

<secondaryRef db="genbank indentifier" dbAc="MI:0860" id="4506019" refTypeAc="MI:0361" refType="see-also">
<attributeList>
<attribute name="GI STATUS">LIVE</attribute>
</attributeList>
</secondaryRef>

</secondaryRef>
</xref>
<interactorType>
<names>
<shortLabel>protein</shortLabel>
<fullName>protein</fullName>
</names>
<xref>
<primaryRef db="psimi" dbAc="MI:0488" id="MI:0326" refTypeAc="MI:0356" refType="identity"></primaryRef>
</xref>
</interactorType>
<organism ncbiTaxld="32644">
<names>
<shortLabel>unidentified</shortLabel>
<fullName>unidentified</fullName>
</names>
</organism>
</interactor>
</experimentallnteractor>
</experimentallnteractorList>
</participant>

<secondaryRef db="entrezgene/locuslink" dbAc="MI:0477" id="5520" refTypeAc="MI:0251" refType="gene product">

<primaryRef db="refseq" dbAc="MI:0481" id="NP_002708" version="1"refTypeAc="MI:0356" refType="identity"></primafyRef>

<primaryRef db="refseq" dbAc="MI:0481" id="NP_002708" version ="1"refTypeAc="MI:0356" refType="identity"></primaryRef>
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</participantList>
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<attribute name="BIND Interaction Division">BIND Taxroot</attribute>
</attributeList>
</interaction>
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Experiment Details

<BIND-Interaction>

<BIND-Interaction_date>
<Date>

</Date>
</BIND-Interaction_date>
<BIND-Interaction_iid>
<Interaction-id>258486</Interaction-id>

<BIND-Interaction_a>
<BIND-object>
<BIND-object_short-label>HAdVFgp23</BIND-object_short-label>
<BIND-object_other-names>
<BIND-object_other-names_E>
<BIND-object_other-names_E>
</BIND-object_other-names>
<BIND-object_id>
<BIND-object-type-id>
<BIND-object-type-id_protein>
<BIND-id>
<BIND-id_gi>
<Geninfo-id>9626588</Geninfo-id>
</BIND-id_gi>
<BIND-id_di>
<Domain-id>2715929</Domain-id>
</BIND-id_di>
</BIND-id>
</BIND-object-type-id_protein>
</BIND-object-type-id>
</BIND-object_id>
<BIND-object_origin>
<BIND-object-origin>
<BIND-object-origin_org>
<BioSource>
<BioSource_genome value="unknown">0</BioSource_genome>
<BioSource_origin value="unknown">0</BioSource_origin>
<BioSource_org>
<Org-ref>
<Org-ref_taxname>Human adenovirus F</Org-ref_taxname>
<Org-ref_db>
<Dbtag>
<Dbtag_db>taxon</Dbtag_db>
<Dbtag_tag>
<Object-id>
<Object-id_id>130309</Object-id_id>
</Object-id>
</Dbtag_tag>
</Dbtag>
</Org-ref_db>
</Org-ref>
</BioSource_org>
</BioSource>
</BIND-object-origin_org>
</BIND-object-origin>
</BIND-object_origin>
<BIND-object_descr>E4 ORF4.</BIND-object_descr>
</BIND-object>
</BIND-Interaction_a>

</BIND-object_other-names_E>
</BIND-object_other-names_E>

BIND-TRteraction_b.
<BIND-object>
<BIND-object_short-label>PPP2R2A</BIND-object_short-label>
<BIND-object_other-names>
<BIND-object_other-names_E>
<BIND-object_other-names_E>
<BIND-object_other-names_E>
</BIND-object_other-names>
<BIND-object_id>
<BIND-object-type-id>
<BIND-object-type-id_protein>
<BIND-id>
<BIND-id_gi>
<Geninfo-id>4506019</Geninfo-id>
</BIND-id_gi>
<BIND-id_di>
<Domain-id>5520</Domain-id>
</BIND-id_di>
</BIND-id>
</BIND-object-type-id_protein>
</BIND-object-type-id>
</BIND-object_id>
<BIND-object_origin>
<BIND-object-origin>
<BIND-object-origin_org>
<BioSource>
<BioSource_genome value="unknown">0</BioSource_genome>
<BioSource_origin value="unknown">0</BioSource_origin>
<BioSource_org>
<Org-ref>
<Org-ref_taxname>Homo sapiens</Org-ref_taxname>
<Org-ref_db>
<Dbtag>
<Dbtag_db>taxon</Dbtag_db>
<Dbtag_tag>
<Object-id>
<Object-id_id>9606</Object-id_id>
</Object-id>
</Dbtag_tag>
</Dbtag>
</Org-ref_db>
</Org-ref>
</BioSource_org>
</BioSource>
</BIND-object-origin_org>
</BIND-object-origin>
</BIND-object_origin>
<BIND-object_descr>Alpha isoform of regulatory subunit B55, protein phosphatase 2; protein phosphatase 2, regulatory subunit B, alpha;
protein phosphatase 2 (formerly 2A), regulatory subunit B (PR52), alpha isoform. This is a modeled interaction record. Any identifier listed below
refers to the molecules being modeled, not to the molecules that were actually shown to interact.</BIND-object_descr>
<BIND-object_extref>
<BIND-other-db>
<BIND-other-db_dbname>0OMIM</BIND-other-db_dbname>
<BIND-other-db_intp>604941</BIND-other-db_intp>
<BIND-other-db_strp/>
</BIND-other-db>
</BIND-object_extref>
</BIND-object>
</BIND-Interaction_b>

</BIND-object_other-names_E>
</BIND-object_other-names_E>
</BIND-object_other-names_E>

<BIND-Interaction_descr>

<BIND-descr>
<BIND-descr_simple-descr>HAdVFgp23 (E4-ORF4) interacts with PPP2R2A (PP2A-B-alpha). This interaction was modeled on a
demonstrated interaction between human adenovirus F HAdVFgp23 and PPP2R2A from an unspecified species.</BIND-descr_simple-descr>
<BIND-descr_place>
<BIND-place-set>
<BIND-place-set_max-bpid>
<BIND-place-id>0</BIND-place-id>
</BIND-place-set_max-bpid>
<BIND-place-set_places>
<BIND-place>
<BIND-place_bpid>
<BIND-place-id>0</BIND-place-id>
</BIND-place_bpid>
<BIND-place_gen-place>
<BIND-gen-place-set>
<BIND-gen-place-set_start>
<BIND-gen-place>
<BIND-gen-place_nucleus-dmo>
<BIND-dmo>
<BIND-dmo_general/>
</BIND-dmo>
</BIND-gen-place_nucleus-dmo>
</BIND-gen-place>
</BIND-gen-place-set_start>
<BIND-gen-place-set_descr>HAdVFgp23 co-localizes with PPP2R2A at nucleus. Fig. 6C.</BIND-gen-place-set_descr>
</BIND-gen-place-set>
</BIND-place_gen-place>
<BIND-place_spec-place>
<BIND-spec-place-set>
<BIND-spec-place-set_start>
<BIND-spec-place>
<BIND-spec-place_descr>Nucleus</BIND-spec-place_descr>
<BIND-spec-place_other-db>
<BIND-other-db>
<BIND-other-db_dbname>Gene Ontology</BIND-other-db_dbname>
<BIND-other-db_intp>5634</BIND-other-db_intp>
<BIND-other-db_strp>IDA</BIND-other-db_strp>
</BIND-other-db>
</BIND-spec-place_other-db>
</BIND-spec-place>
</BIND-spec-place-set_start>
<BIND-spec-place-set_end>
<BIND-spec-place>
<BIND-spec-place_descr/>
</BIND-spec-place>
</BIND-spec-place-set_end>
</BIND-spec-place-set>
</BIND-place_spec-place>
<BIND-place_source>

<Pub_pmid>
<PubMedId>15775987</PubMedld>
</Pub_pmid>
</Pub>

</BIND-place_source>
<BIND-place_descr>HAdVFgp23 co-localizes with PPP2R2A at nucleus. Fig. 6C.</BIND-place_descr>
</BIND-place>
</BIND-place-set_places>
</BIND-place-set>
</BIND-descr_place>
<BIND-descr_cond>
<BIND-condition-set>
<BIND-condition-set_max-icid>
<Internal-conditions-id>1</Internal-conditions-id>
</BIND-condition-set_max-icid>
<BIND-condition-set_conditions>
<BIND-condition>
<BIND-condition_icid>
<Internal-conditions-id>0</Internal-conditions-id>
</BIND-condition_icid>
<BIND-condition_general value="in-vivo"/>
<BIND-condition_system>
<BIND-experimental-system value="immunoprecipitation">18</BIND-experimental-system>
</BIND-condition_system>
<BIND-condition_exp-form-a>
<BIND-experimental-form>
<BIND-experimental-form_object>
<BIND-object>
<BIND-object_short-label>HA-HAdVFgp23</BIND-object_short-label>
<BIND-object_id>
<BIND-object-type-id>
<BIND-object-type-id_not-specified/>
</BIND-object-type-id>
</BIND-object_id>
<BIND-object_origin>
<BIND-object-origin>
<BIND-object-origin_not-specified/>
</BIND-object-origin>
</BIND-object_origin>
<BIND-object_descr>Hemagglutinin (HA) epitope tag fused to HAdVFgp23.</BIND-object_descr>
</BIND-object>
</BIND-experimental-form_object>
</BIND-experimental-form>
</BIND-condition_exp-form-a>
<BIND-condition_exp-form-b>
<BIND-experimental-form>
<BIND-experimental-form_object>
<BIND-object>
<BIND-object_short-label>EE-PPP2R2A</BIND-object_short-label>
<BIND-object_id>
<BIND-object-type-id>
<BIND-object-type-id_not-specified/>
</BIND-object-type-id>
</BIND-object_id>
<BIND-object_origin>
<BIND-object-origin>
<BIND-object-origin_not-specified/>
</BIND-object-origin>
</BIND-object_origin>
<BIND-object_descr>EE epitope tag fused to PPP2R2A from an unspecified species.</BIND-object_descr>
</BIND-object>
</BIND-experimental-form_object>
</BIND-experimental-form>
</BIND-condition_exp-form-b>
<BIND-condition_descr>An interaction between HAdVFgp23 (E4-ORF4) and PPP2R2A (PP2A-B-alpha) from an unspecified specied
was demonstrated by co-immunoprecipitation. HA-HAdVFgp23 was immunoprecipitated from extracts of U20S cells transfected with
HA-HAdVFgp23 and EE-PPP2R2A using anti-HA and precipitates were resolved by SDS-PAGE. EE-PP2R2A was detected by western blot using
anti-EE. Fig. 6A. EE-PPP2R2A did not co-immunoprecipitate with mutants HA-HAdVFgp23[1-48,59-121] (HA-HAdVFgp23-359(delta-49-58)) and
HA-HAdVFgp23[Leu51Ala Leu54Ala] (HA-HAdVFgp23-51A/54A). Fig. 6A.</BIND-condition_descr>
<BIND-condition_source>
<BIND-pub-set>
<BIND-pub-set_disputed value="false"/>
<BIND-pub-set_pubs>
<BIND-pub-object>
<BIND-pub-object_descr>Adenoviral proteins mimic nutrient/growth signals to activate the mTOR pathway for viral
replication.</BIND-pub-object_descr>
<BIND-pub-object_opinion value="support"/>
<BIND-pub-object_pub>
<Pub>
<Pub_pmid>
<PubMedId>15775987</PubMedId>
</Pub_pmid>
</Pub>
</BIND-pub-object_pub>
</BIND-pub-object>
</BIND-pub-set_pubs>
</BIND-pub-set>
</BIND-condition_source>
<BIND-condition_negative-result value="false"/>
<BIND-condition_bait-condition value="a-is-bait"/>
</BIND-condition>
</BIND-condition-set_conditions>
</BIND-condition-set>
</BIND-descr_cond>
<BIND-descr_intramolecular value="false"/>
</BIND-descr>

</BIND-Interaction_descr>
<BIND-Interaction_source>

Interation

<BIND-pub-set>
<BIND-pub-set_disputed value="false"/>
<BIND-pub-set_pubs>
<BIND-pub-object>
<BIND-pub-object_opinion value="support"/>
<BIND-pub-object_pub>
<Pub>
<Pub_medline>

<Medline-entry_pmid>
<PubMedId>15775987</PubMedld>
</Medline-entry_pmid>
</Medline-entry>
</Pub_medline>
</Pub>
</BIND-pub-object_pub>
</BIND-pub-object>
</BIND-pub-set_pubs>
</BIND-pub-set>

</BIND-Interaction_source>
<BIND-Interaction_authors>

</BIND-Interaction_authors>
<BIND-Interaction_division>
<BIND-Rec-coll-descr>
<BIND-Rec-coll-descr_descr>BIND Taxroot</BIND-Rec-coll-descr_descr>
</BIND-Rec-coll-descr>
</BIND-Interaction_division>
<BIND-Interaction_priv value="false"/>

</BIND-Interaction>




